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young (APY). Interbull Bull. 49:111-116.

Masuda, Y., I. Misztal, S. Tsuruta, D.A.L. Lourenco, B.O. Fragomeni, A. Legarra, I. Aguilar, and
T. Lawlor. 2015. Single-step evaluation in the US Holstein population with 570k
genotyped animals. Interbull Bull. 49:85-89.

Bradford, H.L., B.O. Fragomeni, J.K. Bertrand, D.A.L. Lourenco, and I. Misztal. 2016. Genetic
evaluation for heat tolerance in Angus Cattle. BIF Meeting (online proceedings).
(http://www.bifconference.com/bif2016/proceedings/22-bradford-fragomeni-etal.pdf)

Lawlor, T.J., S. Tsuruta, D.A.L. Lourenco, B. O. Fragomeni, I. Aguilar, I. Misztal. 2016.
Reliabilities in single-step evaluation for udder depth in US Holsteins with different
numbers of genotyped animals and external information from Interbull evaluations.
Interbull Bull.

Lourenco, D.A.L., J.K. Bertrand, H.L. Bradford, S. Miller, and 1. Misztal. 2017. The promise of
genomics for beef improvement. BIF  Meeting (online proceedings)
(http://www.bifconference.com/bif2017/proceedings/01-lourenco.pdf)

Misztal, 1., H. L. Bradford, D. A. L. Lourenco, S. Tsuruta, Y. Masuda, A. Legarra, and T. J.
Lawlor. 2017. Studies on inflation of GEBYV in single-step GBLUP for type. Interbull Bull.
51:38-42.

Lourenco, D.A.L., A. Legarra, S. Tsuruta, D. Moser, S. Miller, and I. Misztal. 2018. Tuning
indirect predictions based on SNP effects from single-step GBLUP. Interbull Bull. 53:48-
53.

Misztal, 1., D.A.L. Lourenco, B. Fragomeni, and H. Bradford. 2018. International bull evaluation
by GBLUP with prediction populations. In: Interbull Bull. XXXXX.

Misztal, I. and D.A.L. Lourenco. 2018. Current research in unweighted and weighted ssGBLUP.
In: 11" BIF Genetic Prediction Workshop.

Book Chapters

Misztal, 1. and D.A.L. Lourenco. 2020. Genomic selection using single-step genomic BLUP.
Burleigh Dodds Science Publishing

Lino, D.A., F.M. Costa-Maia, E.N. Martins. Random Regression: a quantitative tool for better
utilization of animal genetic. Agricultural Production Systems, UFTPR — Campus Dois
Vizinhos, 2010, 406p. (In Portuguese).

Costa-Maia, F.M., D.A. Lino, E.N. Martins. Economics and sustainable aspects of bee pollination.
Agricultural Production Systems, UFTPR — Campus Dois Vizinhos, 2010, 406p. (In
Portuguese).

Lino, D.A., Costa-Maia, F.M. Genomics: The application of genetic advances in animal breeding.
Agricultural Production Systems, UFTPR — Campus Dois Vizinhos, 2009, 449p. (In
Portuguese).
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Costa-Maia, F.M., D.A. Lino Genetic improvement of Africanized honeybees: some critical
issues. Agricultural Production Systems, UFTPR — Campus Dois Vizinhos, 2009, 449p.
(In Portuguese).

Proceeding Papers
59 publications in national and international meetings from 2005 to 2021

Proceeding Abstracts
153 abstracts in national and international meetings from 2008 to 2021

Technical Publications

1) 6 Sire Summaries for national evaluation of Brahman, Gir, Guzera, Indubrasil, Nellore, and
Tabapua from 2011 to 2012 (Brazil)

2) J.R. Segers and D. Lourenco. 2019. Genomic Testing in Beef Cattle: How does it work?
University of Georgia Cooperative Extension Bulletin 1506.

Other Publications

1) Misztal, L., S. Tsuruta, D.A.L. Lourenco, Y. Masuda, I. Aguilar, A. Legarra, and Z. Vitezica.
2014. Manual for BLUPF90 family of programs.
(http://nce.ads.uga.edu/wiki/lib/exe/fetch.php?media=blupf90_all7.pdf)

2) Legarra, A., D.A.L. Lourenco, and Z. Vitezica. 2018. Bases for Genomic Prediction.
(http://genoweb.toulouse.inra.fr/~alegarra/GSIP.pdf)
3) Lourenco, D.A.L. 2019. Introduction to Genomic Selection.

(http://nce.ads.uga.edu/wiki/lib/exe/fetch.php?media=gs lourenco 2019a.pdf)

Recent Short Courses

Computational Techniques in Animal Breeding (2011 — Maringa, Brazil)

Computational Techniques in Animal Breeding (2014 — UGA, USA — Co-teaching)
Genomic selection with focus on single-step methodology (2015 — Poland — Co-teaching)
Single-step Genomic BLUP: From Theory to Practice (2015 — Zoetis)

Computational Techniques in Animal Breeding (2016 — UGA, USA — Co-teaching)
Genomic selection with focus on single-step methodology (2017 — Campo Grande, Brazil)
Genomic selection with focus on single-step methodology (2017 — Maringa, Brazil)
Computational Techniques in Animal Breeding (2018 — UGA, USA — Co-teaching)
Genomic selection with focus on single-step methodology (2019 — Piracicaba, Brazil)
Genomic Analyses using BLUPF90 (2019 — Uppsala, Sweden)

Genomic Analyses using BLUPF90 (2019 — Moscow, Russia)

Recent Talks (I = invited)
1. EMBRAPA (Brazil, October 2011)I
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24,
25.
26.
27.
28.
29.
30.
31.
32.
33.
34.
35.
36.
37.
38.
39.
40.

JAM (Phoenix, AZ, July 2012)

NCERA-199 (Des Moines, 1A, November 2012)

JAM (Indianapolis, IN, July 2013)

AICA — Board of Directors Meeting (Kansas City, MO, October 2013)I
JAM (Kansas City, MO, July 2014)

WCGALP (Vancouver, Canada, August 2014)

AAA — Board of Directors Meeting (St. Joseph, September 2014)I
AGIL-USDA (Beltsville, MD, October 2014)

. NCERA-225 (Bozeman, MT, October 2014)

. University of Guelph (Guelph, Canada, November 2014)I

. University of Guelph (Guelph, Canada, December 2014)I

. University of Georgia (Athens, GA, April 2015)I

. BIF Conference (Biloxi, MS, June 2015)I

. Interbull Meeting (Orlando, FL July 2015)

. JAM (Orlando, FL, July 2015)

. EAAP —talk 1 (Warsaw, Poland, September 2015)

. EAAP —talk 2 (Warsaw, Poland, September 2015)

. EAAP — talk 3 (Warsaw, Poland, September 2015)I

. NCERA-225 (Fargo, ND, October 2015)

. AICA — Board of Directors Meeting (Kansas City, MO, October 2015)I

. Northeast Georgia Beef Cattle Short Course (Athens, GA, February 2016)I
. Burke & Jefferson County Beef Cattle Field Day (Ogeechee Angus; Wadley, GA, March

2016)I

Angus Genetics Inc. (St. Joseph, MO, June 2016)I

JAM (Salt Lake City, UT, July 2016)

USDA Warmwater Aquaculture Research Unit (Stoneville, MS, July 2016)1
NCERA-225 (St. Joseph, MO, October 2016)

University of Georgia (Athens, GA, November 2016)I

PAG XXV — Plant and Animal Genome Conference (San Diego, CA, January 2017)I
BIF Conference (Athens, GA, June 2017)I

ADSA (Pittsburgh, PA, June 2017)

ASAS (Baltimore, MD, July 2017)

EAAP —talk 1 (Tallinn, Estonia, September 2017)

EAAP — talk 2 (Tallinn, Estonia, September 2017)

Ss. CYRIL AND METHODIUS UNIVERSITY (Skopje, Macedonia, September 2017)I
NCERA-225 (Manhattan, KS, October 2017)

Statistical Modeling Workshop (Maringa, Brazil, December 2017)I

Seriola Workshop (La Jolla, CA, January 2018)I

Interbull Meeting (Auckland, New Zealand, February 2018)

WCGALP 11 (Auckland, New Zealand, February 2018)I
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41.
42.
43.
44.
45.
46.
47.
48.
49.
50.
51.
52.
53.
54.
55.

56.
57.
58.
59.

60.
61.
62.

63.
64.
65.
66.
67.
68.
69.
70.
71.
72.
73.
74.
75.
76.
77.

Aquaculture Canada (Quebec City, Canada, May 2018) I

BIF Conference (Loveland, CA, June 2018)I

ADSA (Knoxville, TN, June 2018)

ASAS (Vancouver, Canada, July 2018)I

EAAP (Dubrovnik, Croatia, August 2018)

Sunbelt Expo (Moultrie, GA, October 2018 — Extension talk)I

IX SIGM (Vigosa, Brazil, October 2018)I

7" ISAFG (Adelaide, Australia, November 2018)I

BIF — 11" Genetic Prediction Workshop (Kansas City, MO, December 2018)1

PBRT — Pig breeders round table (Canterbury, UK, April 2019)

CGDG Seminar — Roslin Institute (Edinburgh, UK, May 2019)I

Interbull 2019 (Cincinnati, OH, June 2019)

ADSA 2019 (Cincinnati, OH, June 2019)

ASAS 2019 (Austin, TX, July 2019)

ESALQ — University of Sao Paulo, Department of Animal Science (Piracicaba, Brazil,
August 2019)I

EAAP 2019 (Ghent, Belgium, August 2019)

Ernst Federal Science Center for Animal Husbandry (Podolsk, Russia, September 2019)I
23 AAABG (Armidale, Australia, November 2019)I — Keynote Speaker

Brazilian Bovine Genomics Workshop (Ribeirao Preto, Brazil, November 2019)I — Keynote
Speaker

Brazilian Association of Zebu Cattle (Uberaba, Brazil, December 2019)I

Brazilian Association of Zebu Cattle (Uberaba, Brazil, December 2019)I

PAG XXVIII — Plant and Animal Genome Conference (San Diego, CA, January 2020)I —
Keynote Speaker

University of Georgia (Athens, GA, March 2020)I

Federal University of Mato Grosso do Sul (Campo Grande, Brazil, April 2020 - virtual)I
BIF Conference (Virtual, June 2020)I

University of Zagreb (Zagreb, Croatia, June 2020 - virtual)l

National Autonomous University of Mexico (Mexico City, Mexico, June 2020 - virtual)l
ADSA 2020 (Virtual, June 2020)

ASAS 2020 (Virtual, July 2020)I

ASAS 2020 (Virtual, July 2020)I

Purdue University (Virtual, September 2020)I

Iowa State University (Virtual, September 2020)I

Argentinian Society of Genetics Meeting (Virtual, September 2020)I

EAAP 2020 (Virtual, December 2020)

Wageningen University and Breed4Food Workshop — Netherlands (Virtual, May 2021)I
ADSA 2021 (Virtual, July 2021)

ASAS 2021 (Hybrid — Louisville, KY, July 2021)
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78. AbacusBio — New Zealand (Virtual, August, 2021)I

79. Bayer Crop Sciences — US (Virtual, August, 2021)I

80. SBZ 2021 — Brazil (Virtual, August, 2021)I

81. CDCB (Bowie, MD, August, 2021)I

82. EAAP 2021 (Davos, Switzerland, September, 2021)

83. University of Sassari — Italy (Italy, September, 2021)I

84. SBMA 2021 — Brazil (Virtual, October 2021)I

85. IFFAGBR 2021 — China (Virtual, December 2021)I

86. NCERA-225 — US (Virtual, December 2021)

87. Fast Genetics Innovation hour — Canada (Virtual, December 2021)I

Teaching Experience

2005 — State University of Maringa (Brazil) — Undergraduate course: Animal Breeding (10%)
2007, 2009, 2010 — College of Astorga (Brazil) — Specialization course: Genetics (100%)

2010 — State University of Maringa (Brazil) — Graduate course: Experimental Design (10%)
2013 — The University of Georgia (USA) — Graduate course: Mixed Models in Animal Breeding
(20%)

2015 — The University of Georgia (USA) — Graduate course: Mixed Models in Animal Breeding
(20%)

2015 — The University of Georgia (USA) — Undergraduate course: Introduction to Genetics of
Livestock Improvement (Teaching Assistant)

2016 — The University of Georgia (USA) — Undergraduate course: Introduction to Genetics of
Livestock Improvement (Teaching Assistant)

2017 — The University of Georgia (USA) — Undergraduate course: Introduction to Genetics of
Livestock Improvement (100%)

2018 — The University of Georgia (USA) — Undergraduate course: Introduction to Genetics of
Livestock Improvement (100%)

2018 — The University of Georgia (USA) — Graduate course: Applied Linear Models (100%)

2019 — The University of Georgia (USA) — Undergraduate course: Introduction to Genetics of
Livestock Improvement (100%)

2020 — The University of Georgia (USA) — Undergraduate course: Introduction to Genetics of
Livestock Improvement (100%)

2020 — The University of Georgia (USA) — Genomic Analyses using BLUPF90 (100%)
2021 — The University of Georgia (USA) — Undergraduate course: Introduction to Genetics of
Livestock Improvement (100%)

2021 — The University of Georgia (USA) — Graduate course: Applied Linear Models (100%)

Committee Member in Defenses
2021 — University of Georgia (USA): member of 3 PhD committees and 2 Masters

Jorge Hidalgo, Matias Bermann, Yvette Steyn, Mary Kate Hollifield, Fiona Guinan
2020 — University of Georgia (USA): member of 1 PhD committee
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Pattarapol Sumreddee
2019 — Federal University of Vicosa (Brazil): member in 1 Masters committee
2018 — University of Georgia (USA): member of 2 PhD committees
Ling-Yun Chang, Sajjad Toghiani
2018 — Federal University of Vicosa (Brazil): member in 2 PhD committee
Vinicius Junqueira, Hinayah Oliveira
2018 — Maringa State University (Brazil): member in 1 Masters committee
Diego Correa Alves
2017 — University of Guelph (Canada): member of 1 PhD committee
Aline Guarini
2017 — University of Georgia (USA): member of 2 PhD committees
Ivan Pocrnic, Heather Bradford
2016 — University of Guelph (Canada): member of 1 PhD committee
Steve Lamer
2015 — Sao Paulo State University (Brazil): member of 1 PhD committee
Rafael Silva
2010 — Maringa State University (Brazil): member in 3 specialization defenses
2006 — 2010 — Maringa State University (Brazil): member in 7 undergraduate defenses

UGA Graduate Student Advising

Jennifer Richter Graduation 2023 Major Professor
Matias Bermann Graduation 2023 Co-Major Professor
Natalia Leite Graduation 2023 Major Professor
Taylor McWhorter Graduation 2023 Major Professor
Sungbong Jang Graduation 2022 Major Professor
Evan Hartono Graduation 2022 Advisory Committee
Ashley Ling Graduation 2022 Advisory Committee
Fiona Guinan Graduation 2022 Major Professor
Mary Kate Hollifield Graduation 2021 Co-Major Professor
Jorge Hidalgo Graduation 2021 Co-Major Professor
Andre Garcia Graduation 2020 Major Professor
Yvette Steyn Graduation 2020 Co-Major Professor
Jennifer Richter Graduation 2020 Advisory Committee
Pattarapol Sumreddee Graduation 2020 Advisory Committee
Ling-Yung Chang Graduation 2018 Advisory Committee
Sajjad Toghiani Graduation 2018 Advisory Committee
Ivan Pocrnic Graduated 2017 Co-Major Professor
Heather Bradford Graduated 2017 Co-Major Professor
Luna Zhang Graduated 2015 Co-Advisor

UGA Postdoctoral (co)supervising
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2017 — Dr. Breno Fragomeni (co-supervisor with Ignacy Misztal)
2018 — Dr. Rafael Silva (co-supervisor with Yniv Palti)

2019 — Dr. Ivan Pocrnic (co-supervisor with Ignacy Misztal)
2020 — Dr. Alberto Cesarani (co-supervisor with Ignacy Misztal)
2020 — Dr. Andre Garcia (Ignacy Misztal)
2020 — Dr. Rostam Abdollahi-Arpanahi (co-supervisor with Ignacy Misztal)
2021 — Dr. Jorge Hidalgo (co-supervisor with Ignacy Misztal)
2021 — Dr. Matias Bermann (co-supervisor with Ignacy Misztal)
2021 — Dr. Alberto Cesarani (co-supervisor with Ignacy Misztal)

Graduate Students Advising — Other Universities

Rafael M.O. Silva
Daniele P. Oliveira

Esther van der Heide
Alula Assen

Aline R. Guarini
Steve Lamer

Diego C. Alves
Hinayah Oliveira

Natalia Galoro
Sabrina Kluska

Bryan Dauria
Juana Chuma
Andre Araujo

Supervision of Visitors / Research Associates

Sao Paulo State
University
Sao Paulo State
University

Wageningen University
Wageningen University
University of Guelph
University of Guelph
Maringa State University

University of Vicosa /
University of Guelph

University of Vicosa

Sao Paulo State
University

University of Sao Paulo
University A. N. Mexico

Purdue University

Graduated 2015 (PhD)
Graduated 2015 (PhD)

Graduated 2016 (MS)
Graduated 2017 (MS)
Graduated 2017 (PhD)
Graduated 2016 (PhD)
Graduated 2018 (MS)
Graduated 2019 (PhD)

Graduated 2019 (MS)
Graduation 2020 (PhD)

Graduation 2021 (PhD)
Graduation 2023 (PhD)
Graduation 2021 (PhD)

Co-Major Professor
Co-Major Professor

Co-Major Professor
Co-Major Professor
Co-Major Professor
Committee Memeber
Committee Member
Co-Major Professor

Co-Major Professor
Co-Major Professor

Advisory Committee
Advisory Committee
Advisory Committee

1. Esther van der Heide — Visitor from Wageningen University, The Netherlands (up to

11/2015)

2. Daniele P. Oliveira- PhD UNESP, Brazil (up to 2/2015)

00N kW

12/2016)

Sreten Andonov, University of Skopje, Macedonia (up to 5/2016)

Idalmo Pereira, Universidade Federal de Minas Gerais, Brazil (up to 4/2016)

Marcos Vinicius Silva— EMBRAPA, Brazil (2/2016 and 4/2016)

Aline R. Guarini — PhD (2017) University of Guelph, Canada (8/2016)

Francesca Malchiodi, Postdoc University of Guelph, Canada (8/2016)

Isabela Menezes — PhD, University of Sao Paulo (from 1/2016 to 10/2016)

. Vinicius Junqueira — PhD, University of Vigosa, Minas Gerais, Brazil (from 8/2016 to
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10. Alula Assen — Masters (2017), Visitor from Wageningen University, The Netherlands
(5/2017 to 8/2017)

11. Alberto Cesarani — PhD (2019) Visitor from UNISS, Italy (3/2017 to 7/2017)

12. Gustavo G. Santiago — PhD (2018), Visitor from UFMS, Brazil (10/2017 to 4/2018)
13. Amanda Maiorano — PhD (2019), Visitor from UNESP, Brazil (4/2017 to 5/2018)

14. Nedenia Stafuzza — Postdoc (2017), Visitor from UNESP, Brazil (2/2017 to 11/2017)
15. Aline R. Guarani — PhD (2017) University of Guelph, Canada (10/2017)

16. Hinayah Oliveira — PhD (2019) University of Vigosa / University of Guelph (9/2017)
17. Rafael M. O. Silva — Postdoc (Feb/2017 to Jan/2019), USDA

18. Fabiana Costa-Maia — UTFPR (Feb/2018 to Jan/2019)

19. Nadson Souza — PhD (2019) University of Vigosa, Brazil (6/2018 to 10/2018)

20. Natalia Galoro — MS (2020) University of Vigosa, Brazil (7/2018 to 12/2018)

21. Gabriel Campos — Postdoc (2019) University of Pelotas, Brazil (12/2018 to 11/2019)
22. Sabrina Kluska — PhD (2020) Visitor from UNESP, Brazil (5/2019 to 2/2020)

23. Lukas Wodas — PhD (2020) Visitor from PFHBiPM, Poland (7/2019 to 8/2019)

24. Jose Luiz Gualdron-Duarte — Postdoctor visitor from University of Liege (10/2019)
25. Enrico Mancin — PhD (2022) University of Padova, Italy (10/2019 to 6/2020)

26. Piriyaporn Sungkhapreecha (2022) Tailand (11/2019 to 3/2021)

27. Bjarke Poulsen — PhD (2022) Aarhus University, Denmark (3/2021 to 7/2021)

Honors and professional awards

2021 — EAAP Early career competition — Best presentation (N. Leite)

2020 — 2020 Recipient of the UGA Fred C. Davison Early Career Scholar Award

2019 — Graduate Student (A. Garcia) received UGA graduate school travel award.

2019 — Graduate Student (A. Garcia) 27" Plant and Animal Genome Conference Scholarship
2019 — Postdoctoral Assoc. (I. Pocrnic) 27" Plant and Animal Genome Conference Scholarship
2018 — Graduate Student (A. Garcia) 11" WCGALP Scholarship

2017 — UGA Global Programs International Travel Fund — INRA Toulouse

2017 — Graduate Student (A. Garcia) 26" Plant and Animal Genome Conference Scholarship
2017 — Postdoctoral Associate (R. Silva) 26" Plant and Animal Genome Conference Scholarship

Professional affiliations

2018—Present  GSA — Genetic Society of America
2017-Present EAAP — European Federation of Animal Science
2017-Present ~ ADSA — American Dairy Science Association
2017-Present ~ ASAS — American Society of Animal Science
2011-2016 FASS — Federation of Animal Science Societies

Organization of Courses and Conferences

SBMA (2010 — Brazil)

Computational Techniques in Animal Breeding (2012 — UGA)
Computational Techniques in Animal Breeding (2014 — UGA)
Computational Techniques in Animal Breeding (2016 — UGA)
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Computational Techniques in Animal Breeding (2018 — UGA)

Editorial Activities
Associate Editor for GSE
Section Editor for Journal of Dairy Science

Reviewer for (number of papers)

Journal of Animal Science (13)

Journal of Dairy Science (15)

Journal of Animal Breeding and Genetics (6)
Journal of Animal Science and Biotechnology (1)
Animal Genetics (1)

BMC Genetics (2)

BMC Genomics (2)

Heredity (1)

Livestock Production Science (9)

GSE - Genetics Selection Evolution (12)
Anais da Acad. Brasileira de Ciencias (1)
Revista Mexicana De Ciencias Pecuarias (1)
Poultry Science (1)

World Aquaculture (1)

Frontiers (2)

PlosOne (1)

Grant Proposals (15)

ADSA abstracts 2017 (10)
ADSA abstracts 2018 (20)
ASAS abstracts 2018 (15)
ADSA abstracts 2019 (25)
ASAS abstracts 2019 (40)
ADSA abstracts 2020 (20)
ADSA abstracts 2021 (9)

PhD Proposals (1)

Computer Skills

Programing language: Fortran

Statistical computational tools: R, SAS

Operating system: Linux (bash scripting), Windows
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